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3 <110> APPLICANT: OriGene Technologies, Inc. ^ 

5 <120> TITLE OF INVENTION: Angiogenesis Dehydrogenase Gene 

7 <130> PILE REFERENCE: lU 102 Rl 
C--> 9 <140> CURRENT APPLICATION NUMBER: US/10/067,482 
C--> 9 <141> CURRENT FILING DATE: 2002-02-07 

9 <160> NUMBER OF SEQ ID NOS : 4 
11 <170> SOFTWARE: Patentin version 3.1 

13 <210> SEQ ID NO: 1 

14 <211> LENGTH: 3727 

15 <212> TYPE: DNA 

16 <213> ORGANISM: homo sapiens 

18 <22 0> FEATURE: 

19 <221> NAME/KEY: CDS 

20 <222> LOCATION: (28).. (1689) 

21 <223> OTHER INFORMATION: 

24 <400> SEQUENCE: 1 

25 gtgcgtcggc ggtggttggg tggtaag atg gcg get gtg agt ctg egg etc ggc 54 

26 Met Ala Ala Val Ser Leu Arg Leu Gly 

27 15 

29 gac ttg gtg tgg ggg aaa etc ggc cga tat cct cct tgg cca gga aag 102 

30 Asp Leu Val Trp Gly Lys Leu Gly Arg Tyr Pro Pro Trp Pro Gly Lys 

31 10 15 20 25 

33 att gtt aat cca cca aag gac ttg aag aaa cct cgc gga aag aaa tgc 150 

34 lie Val Asn Pro Pro Lys Asp Leu Lys Lys Pro Arg Gly Lys Lys Cys 

35 30 35 40 

37 ttc ttt gtg aaa ttt ttt gga aca gaa gat cat g;cc tgg ate aaa gtg 198 

38 Phe Phe Val Lys Phe Phe Gly Thr Glu Asp His Ala Trp lie Lys Val 

39 45 50 55 

41 gaa cag ctg aag cca tat cat get cat aaa gag gaa atg ata aaa att 246 

42 Glu Gin Leu Lys Pro Tyr His Ala His Lys Glu Glu Met lie Lys lie 

43 60 65 70 

45 aac aag ggt aaa cga ttc cag caa gcg gta gat get gtc gaa gag ttc 294 
4 6 Asn Lys Gly Lys Arg Phe Gin Gin Ala Val Asp Ala Val Glu Glu Phe 
47 75 80 85 

49 etc agg aga gcc aaa ggg aaa gac cag acg tea tec cac aat tct tct 342 

50 Leu Arg Arg Ala Lys Gly Lys Asp Gin Thr Ser Ser His Asn Ser Ser 

51 90 95 100 105 

53 gat gac aag aat cga cgt aat tec agt gag gag aga agt agg cca aac 390 

54 Asp Asp Lys Asn Arg Arg Asn Ser Ser Glu Glu Arg Ser Arg Pro Asn 

55 110 115 120 

57 tea ggt gat gag aag cgc aaa ett age ctg tct gaa ggg aag gtg aag 438 

58 Ser Gly Asp Glu Lys Arg Lys Leu Ser Leu Ser Glu Gly Lys Val Lys 

59 125 130 135 
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101 cgc 3ct gc3 g3g aaa tgt gat ttg ttc 3tc C3g gag ggg gcc cgt ctg 
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121 agg ggg ggg cgc ttt ctg gas gee ccc gtc tea ggg aat cag eag ctg 
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125 tct aat gac ggg atg ttg gtg ate tta gcg get gga gac agg gge tta 


1254 
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205 ggagggaaga gaactgggcc tgacctacct gaactgactg gccctccgag 

2 07 gacatcctag aggccctaca tttgtccttg gataggggac cggggggggc 

209 gcaaaaaaaa aagttaccca agggatgtca gttttttatc cctctgcatg 

211 tccaaaatca taatttgcag aaggaaggcc agcatttatg atgcaatatg 

213 tagggtggcc acactagggc ggggtccttc ccccctcaca gctttggccc 

215 ttagaaactg ggttagagga ttgcagaaga cgagtggggg gagggcaggg 

217 tcgggttttt agcacagttc atttcactgg gattttgaag catttctgtc 

219 gcctgttcta gtcctggcgg aacacactgg gggtgggggc gggggaagat 

221 aaccggttag tcaattttgt cttaatattg ttgacaattc tgtaaagttc 

223 atatttctgt ttaagctatt tcacctttct tttgaaatcc ttccctttta 

225 gtgacacttg tgaaaaagct tgtaagaaag cccctccctt ttttctttaa 

227 gacaaatcta ggtaattaag gttgtgaatt tttatttttg ctttgttttt 

229 tgtctttcag aataggattg tgtgataatg tttaaatggc aaaaacaaaa 

231 tgcaattaac aaagctactg caagaaaaat aaaacacttc ttggtaacac 
233 aaaaaaaa 

236 <210> SEQ ID NO : 2 

237 <211> LENGTH: 553 
2 38 <212> TYPE: PRT 

2 39 <213> ORGANISM: homo sapiens 
241 <400> SEQUENCE: 2 



gtgggtctgg 
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aagatgcctg 
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gcggtaatga 
ctttttatga 
aggagaaaat 
acctttaaat 
aatgaacatt 
catgattttg 
aaaaaaaaaa 
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Ala 


Asp 


Thr 


Val 


119 

O -J ^ 






355 










360 










365 








1 1 R 

O O J 


J. IIX 


Glu 


TiP>ii 

XiCU 


Ala 


Gin 


Val 


lie 


Val 


Ser 


Arcr 


Gly 


Glv 


Arq 


Phe 


Leu 


Glu 


1 1 

J O D 




170 










375 










380 










J O -? 




IT X vJ 


V dx 


OCX 


Gl V 

\JX jr 


Asn 


Gin 


Gin 


Leu 


Ser 


Asn 


ASD 


Glv 


Met 


Leu 


Val 


IAD 
J ft u 


18R 

«7 O ^ 










390 










395 










400 


1 A 1 


X Xtr 


Leu 


Al 7\ 
AX Ct 


Al a 

nXd 


Gly 


Asp 


Atct 

AX 


Glv 


Leu 


Tvr 


Glu 


Asp 


Cvs 


Ser 


Ser 


Cys 


1 A A 
J *i *t 










405 










410 










415 




1 A 7 


IT lie 


V^X 11 


Al ;5 
rlXd 




Gly 


Lys 


Thr 


Ser 


Phe 


Phe 


Leu 


Glv 


Glu 


Val 


Gly 


Asn 


lAft 
J ft o 








420 










425 










430 






1R1 


nXCI 


nX CI 


Lys 


Met 


Met 


Leu 


lie 


Val 


Asn 


Met 


Val 


Gin 


Gly 


Ser 


Phe 


Met 


1S9 

■D -J ^ 






435 










440 










445 








355 


Ala 


ThX" 


lie 


Ala 


Glu 


Glv 


Leu 


Thr 


Leu 


Ala 


His 


Val 


Thr 


Gly Gin 


Ser 


356 




450 










455 










460 










359 


Gin 


Gin 


Thr 


Leu 


Leu 


Asp 


lie 


Leu 


Asn 


Gin 


Gly 


Gin 


Leu 


Ala 


Ser 


He 


360 


465 










470 










475 










480 


363 


Phe 


Leu 


Asp 


Gin 


Lys 


Cvs 


Gin 


Asn 


He 


Leu 


Gin 


Gly 


Asn 


Phe 


Lys 


Pro 


364 










485 










490 










495 




367 


Asp 


Phe 


Tyr 


Leu 


Lys 


Tyr 


He 


Gin 


Lys 


Asp 


Leu 


Arg 


Leu 


Ala 


He 


Ala 


368 








500 










505 










510 






371 


Leu 


Gly 


Asp 


Ala 


Val 


Asn 


His 


Pro 


Thr 


Pro 


Met 


Ala 


Ala 


Ala 


Ala 


Asn 


372 






515 










520 










525 








375 


Glu 


Val 


Tyr 


Lys 


Arg 


Ala 


Lys 


Ala 


Leu 


Asp 


Gin 


Ser 


Asp 


Asn 


Asp 


Met 


376 




530 










535 










540 










379 


Ser 


Ala 


Val 


Tyr 


Arg 


Ala 


Tyr 


He 


His 
















380 


545 










550 






















383 


<210> SEQ ID NO 


: 3 
























384 


<211> LENGTH: 547 
























385 


<212> TYPE: 


PRT 


























386 


<213> ORGANISM: 


homo sapiens 


















388 


<400> SEQUENCE: 


3 
























390 


Met 


Ala 


Ala 


Val 


Ser 


Leu 


Arg 


Leu 


Gly 


Asp 


Leu 


Val 


Trp 


Gly 


Lys 


Leu 


391 


1 








5 










10 










15 




394 


Gly Arg Tyr 


Pro 


Pro 


Trp 


Pro Gly 


Lys 


He 


Val 


Asn 


Pro 


Pro 


Lys 


Asp 
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